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Figure 3A 



GGAATTCCGG 
CAACTCCAAA 
CCAGAAGGTG 
CTTGGGTTTT 
TGAAGAAAGG 
CCAACACCAC 
COGGGAGGCT 
iCTTTTCCGAG 

Jgagctaacca 
i ccagtatgtt 



gaagagaggg aagaaaacaa cggcgactgg 
gggatatact tgtagaagtg gctcgcaggc 
ccaaccgcag aggggtgcag atatctcccc 
gttcaccgtg ctctcatctg tttttcagac 
agtaaagaag agaacaaagt aactcctggg 

CAACGCCACC ACCAGCTCCT GCTGCTGCGG 

ccagaggcgt aggcagcgga tccgagaaag 
gagttatgga tgttggtgca ttcacttctg 
gcagccacca cctcgagctc tctccttgcc 
ccttctgatc agacaatttc cagtgcggag 



GCAGCTGCCT CCACTTCTGA 60 

TGGGGCTCCG CAGAGAGAGA 120 

CTATTCCCCA CCCCACCTCC 180 

CTTTTTGGCA TCTAACATGG 240 

GGAGCGAAGA GOGCTGGTGA 300 

CCACCCACGT CCACCATTTA 360 

GAGCGAGGGG AGTCAGCCGG 420 

GCCAGATCCG CGCCCAGAGG 480 

TTGCATCGGG TGTTACCCTT 540 

AGTTTCAGTA CA ATG 595 
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Figure 3B 



AAT ACC TAT GCA TCA TTT AAC TGG CAG CAT AAT GGG AGG CAA ATG TAT - 1123 
Asn Thr Tyr Ala Ser Phe Asn Trp Gin Hie Asn Gly Arg Gin Met Tyr 

GTG GCA TTG AAT GGA AAA GGA GCT CCA AGG AGA GGA GAG AAA ACA CGA 1171 
Val Ala Leu Asn Gly Lys Gly Ala Pro Arg Arg Gly Gin Lys Thr Arg 

AGG AAA AAC ACC TCT GCT CAC TTT CTT CCA ATG GTG GTA CAC TCA 1216 
Arg' Lye Asn Thr Ser Ala His Phe Leu Pro Met: Val Val His Ser 

TAGAGGAAGG CAACGTTTGT GGATGCAGTA AAACCAATGG CTCTTTTGCC AAGAATAGTG 1276 

f GATATTCTTC ATGAAGACAG TAGATTGAAA GGCAAAGACA CGTTGCAGAT GTCTGCTTGC 1336 

TTAAAAGAAA GCCAGCCTTT GAAGGTTTTT GTATTCACTG . CTGACAT ATG ATGTTCTTTT 1396 

if: AATTAGTTCT GTGTCATGTC TTATAATCAA GATATAGGCA GATCGAATGG GATAGAAGTT 1456 

iij ATTCCCAAGT GAAAAACATT GTGGCTGGGT TTTTTGTTGT TGTTGTCAAG TTTTTGTTTT 1516 

U.J TAAACCTCTG AGATAGAACT TAAAGGACAT AGAACAATCT GTTGAAAGAA CGATCTTCGG 15.76 

t;! GAAAGTTATT TATGGAATAC GAACTCATAT CAAAGACTTC ATTGCTCATT CAAGCCTAAT 1636 

H GAATCAATGA ACAGTAATAC GTGCAAGCAT TTACTGGAAA GCACTTGGGT CATATCATAT 1696 

%l GCACAACCAA AGGAGTTCTG GATGTGGTCT CATGGAATAA TTGAATAGAA TTTAAAAATA 1756 

TAAACATGTT AGTGTGAAAC TGTTCTAACA ATACAAATAG TATGGTATGC TTGTGCATTC 1816 

TGCCTTCATC CCTTTCTATT TCTTTCTAAG TTATTTATTT AATAGGATGT TAAATATCTT 1676 

TTGGGGTTTT AAAGAGTATC TCAGCAGCTG TCTTCTGATT TATCTTTTCT TTTTATTCAG 1936 

CACACCACAT GCATGTTCAC .GACAAAGTGT TTTTAAAACT TGGCGAACAC TTCAAAAATA 1996 

GGAGTTGGGA TTAGGGAAGC AGTATGAGTG CCCGTGTGCT ATCAGTTGAC TTAATTTGCA 2056 

CTTCTGCAGT AATAACCATC AACAATAAAT ATGGCAATGC TGTGCCATGG CTTGAGTGAG 2116 

AGATGTCTGC TATCATTTGA AAACATATAT TACTCTCGAG GCTTCCTGTC TCAAGARATA 2176 

GACCAGAAGG CCAAATTCTT CTCTTTCAAT ACATqAGTTT GCCTCCAAGA ATATACTAAA 2236 

AAAAGGAAAA TTAATTGCTA AATACATTTA AATAGCCTAG CCTCATTATT TACTCATGAT 2296 

TTCTTGCCAA ATGTCATGGC GGTAAAGAGG CTGTCCACAT CTCTAAAAAC CCTCTGTAAA .2356 

TTCCACATAA TGCATCTTTC CCAAAGGAAC TATAAAGAAT TTGGTATGAA GCGCAACTCT 2416 
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Figure 3C 



CCCAGGGGCT TAAACTGAGC AAATCAAATA TATACTGGTA TATGTGTAAC CATATACAAA 
AACCTGTTCT AGCTGTATGA TCTAGTCTTT ACAAAACCAA ATAAAACTTG TTTTCTGTAA 
ATTTAAAGAG CTTTACAAGG TTCCATAATG TAACCATATC AAAATTCATT TTOTTAGAGG 
ACGTATAGAA AAGAGTACAT AAGAGTTTAC CAATCATCAT CACATTGTAT TCCACTAAAT 
AAATACATAA GCCTTATTTG CAGTGTCTGT AGTGATTTTA AAAATGTAGA AAAATACTAT 
TTGTTCTAAA TACTTTTAAG CAATAACTAT AATAGTATAT TGATGCTGCA GTTTTATCTT 
CATATTTCTT GTTTTGAAAA AGCATTTTAT TCTTTGGACA CAGTATTTTG GTACAAAAAA 
AAAGACTCAC TAAATGTGTC TTACTAAAGT TTAACCTTTC GAAATGCTGG CGTTCTGTGA 
TTCTCCAACA AACTTATTTG TGTCAATACT TAACCAGCAC TTCCAGTTAA TCTGTTATTT 
TTAAAAATTG CTTTATTAAG AAATTTTTTG TATAATCCCA TAAAAGGTCA TATTTTTCCC 
|~ ATTCTTCAAA AAAACTGTAT TTCAGAAGAA ACACATTTGA GGCACTGTCT TTTGGCTTAT 
b AGTTTAAATT GCATTTCATC ATACTTTGCT TCCAACTTGC TTTTTGGCAA ATGAGATTAT 
J AAAAATGTTT AATTTTTGTG GTTGGAATCT GGATGTTAAA ATTTAATTGG TAACTCAGTC 
J TGTGAGCTAT AATGTAATGC ATTCCTATCC AAACTAGGTA TCTTTTTTTC CTTTATGTTG 

^AAATAATAAT GGCACCTGAC ACATAGACAT AGACCACCCA CAACCTAAAT TAAATGTTTG 

Mil 

GTAAG ACAAA TACACATTGG ATGACCACAG TAACAGCAAA CAGGGCACAA ACTGGATTCT 
TATTTCACAT AGACATTTAG ATTACTAAAG AGGGCTATGT GTAAACAGTC ATCATTATAG 
TACTCAAGAC ACTAAAACAG CTTCTAGCCA AATATATTAA AGCTTGCAGA GGCCAAAAAT 
AGAAAACATC TCCCCTGTCT CTCCCACATT TCCCTCACAG AAAGACAAAA AACCTGCCTG 
GTG CAGTAGC TCACACCTGT AATCCCAGCA GTTTGGGAGA CTGTGGGAAG ATGGCTTGAG 
TCCAGGAGTT CTAGACAGGC CTGAGAAACC TAGTGAGACA TCCTTCTCTT AAACAAAACA 
AAACAAAACA AATGTAGCCA TGCGTGGTGG CATATACCTG TGGTCCCAAC TACTCAGGAG 
GCTGAAACGG AAGGATCTCT TGGGCCCCAG GAGTTTGAGG CTGCAGTGAG CTATAATCTT 
GCCATTGCAC TCCAGCCTGG GTGAAAAAGA GCCAGAAAGA AAGGAAAGAG AGAAAAGAGA 
AAAGAAAGAG AGAAAAGACA GAAAGACAGG AAGGAAGGAA GGAAGGAAGG AAGGAAGGAA 
GGAAGCAAGG AAAGAAGGAA GGAAGGAAAG AAGGGAGGGA AGGAAGGAGA GAGAAAGAAA 
GATTGTTTGG TAAGGAGTAA TGACATTCTC TTGCATTTAA AAGTGGCATA TTTGCTTGAA 
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Figure 3D 



ATGGAAATAG AATTCTGGTC CCTTTTGCAA CTACTGAAGA AAAAAAAAAG CAGTTTCAGC 
CCTGAATGTT GTAGATTTGA AAAAAAAAAA AAAAAAACTC GAGGGGGGGC CCGTACCCAA 
TTCGCCCTAT AGTGAGTCGT A 
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M/VKWI LTHCASA FPH LPQCCCCC FLLL FLVSSVPVTCQA LGQDMV 
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■Alpha, Regions - Gamler-Robson 
■Alpha, Regions - Chou-Fasman 
■Beta, Regions - Gamler-Robson 
■Beta, Regions - Chou-Fasman 
■Turn, Regions - Gamler-Robson 
■Turn, Regions - Chou-Fasman 
■Coll, Regions - Gamler-Robson 

■Hydrophllicity Plot - Kyte-Doolittle 



D Hydrophoblcity Plot - Hopp-Woods 



■Alpha, Amphlpathlc Regions - Elsenbert 
■Beta, Amphlpathlc Regions - Bsenberg 
H Flexible Regions - Kaiplus-Schute 



0 Antigenic Index - Jameson-Wolf 
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■Alpha, Regions - Gajnler-fiobsoV 
■Alpha, Regions - Chou-Fasman 
■Beta, Regions - Gamler-Robson 

■ Beta, Regions - Chou-Fasman 
■Turn, Regions - Gamler-Robson 
■Turn, Regions - Chou-Fasman 

■ Coll, Regions - Gamler-Robson 

Q Hydfophlticlty Plot - Kyte-Doolitt!e 



t= □ Hydrophobiclty Plot - Hopp-Woods 



■Alpha, Amphlpathlc Regions - Elsenberg 
■Beta, Amphlpathlc Regions - Bsenberg 
■ Flexible Regions - Karptus-Schutz 
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[Surface Probability Plot - Emlni 
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■Alpha. Regions - Gamter-Robson 
■Alpha, Regions - Chou-Fasrnan 
■ Beta, Regions - Gamler-Robson* 
■Beta, Regions - Chou-Fasman 
■Turn, Regions - Gamler-Robson 
■Turn, Regions - Chou-Fasman 
■Coll, Regions - Gamier-Robson 

HHydrophlficlty Plot - Kyte-Doofittle 



DHydrophoblcity Plot - Hopp-Woods 



■Alpha, Amphjpathlc Regions - Elsenberg 

■ Beta, Amphlpathlc Regions - Hsenberg 

■ Flexible Regions - Karptus-Schulz 
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■Alpha, Regions - Gamler-Robson 
■Alpha. Regions - Chou-Fasman\\ 

■ Beta, Regions -Gamler-Robson : ^ 

■ Beta, Regions - Chou-Fasman ^ 
■Turn, Regions - Gamler-Robson 
■Turn, Regions - Chou-Fasman 

■CoH, Regions - Gamler-Robson 



*- H Hydrophllictty Plot - Kyte-Doofittle 
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■Alpha, Amphfpathlc Regions - Bsenberg 
■Beta, Amphlpalhtc Regions - Elsenberg 
■Flexible Regions - Karplus-Schulz 



0 Antigenic Index - Jameson-Wolf 



[Surface Probability Plot - Emlni 
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■Alpha, Regions - Garnler-Robson 
■Alpha, Regions - Chou-Fasman 
■Beta, Regions - Gamier-Robson 
■Beta, Regions - Chou-Fasman 
■Turn, Regions - Gamier-Robson 
■Turn, Regions - Chou-Fasman 
■Coll, Regions - Gamier-Robson 

Q Hydrophlliclty Plot - Kyte-Doofittle 
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■Flexible Regions - Karplus-Schutz 

■Antigenic Index - Jameson-Wolf 
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Figure 6 
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Figure 7 
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Figure 8 
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1-3 Minimal cell accumulation, no granulation 

4-6 Immature granulation, Inflammatory cells, capillaries 

10-12 Fibroblasts, collagen, epithelium 



Figure 10 




1-3 Minimal cell accumulation, no granulation 
4-6 Immature granulation, Inflammatory cells, capillaries 
7-9 Granulation tissue, cells, fibroblasts, new epithelium 
10-12 Fibroblasts, collagen, epithelium 



Figure 11 




Anti-cytokerattn Immunostalnlng 
0 - No closure 

5 - Slight to moderate closure 
10 - Complete closure 
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Antf-cytokeratln tmmunostalnfng 
0 - No closure 

5 - Slight to moderate closure 
10 - Complete, closure 
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Buffer KGF-2 
nc5 

PCNA Scoring 
0-2 Slight proliferation 
3-5 Moderate proliferation 
6-8 Intense proliferation 



KGF-2 

40p.g 
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Figure 14 




Buffer KGF-2 KGF-2 

n=5 4jig 40|tg 

PCNA Scoring 
0-2 Slight proliferation 
3-5 Moderate proliferation 
6-8 Intense proliferation 



Figure 15 



ATGAGAGGATOGCAI^^ 
AGGAC&TGGFITICIC^^ 

CTTTGGOCTA 

AACXKSTAAAGlTICTOGGAaC^ 

GAGATAACATCAGTAGAAATOGGAGTTCrn^ 

CAACTATTACITAGO^TCAAC^GAAG^ 

AATTTAACAATGAC1X3TAAGCTGAAGGAGAGK3ATAGAGGAAAATGGAT 
ACAATACX^AlXK^TCATrrAAOnGGCAGCATAA^ 
GTGGG^TIGAaTGGAAAAGOA.GCrcCAaGGAGAG^ 
GAAAAACACOXnXjK^CACTITCTTC^ 

MRGSmfflHHHGS^ALGQDMVSF^TOSSSSSFSSPSSA 

YYIAMNKKGKLYGSKEENMX^ 
LNGKGAPRRGQKIRRKNTSAHELPMVVHS 



kgf-2 synthetic cys37 Bam HI 
AAAGGATYX^TGO^GGCIOGGGIX^GGACATG 
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Figure 19A 
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Figure 22B 




Figure 22C 
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Figure 23 



ATGTGGAAATGGATACTGACCCACTGCGCTTCTGCTTTCCCGCACCTGCCGGGTTGCTGC 60 
Met Trp Lys Trp lie Leu Thr His Cys Ala Ser Ala Phe Pro His Leu Pro Gly Cys Cys 

TGCTGCTGCTTCCTGCTGCTGTTCCTGGTTTCTTCTGTTCCGGTTACCTGCCAGGCTCTG 12C 
Cys Cys Cys Phe Leu Leu Leu P he Leu Val Ser Ser Val Pro Val Thr Cys Gin Ala Leu 

GGTCAGGACATGGTTTCTCCGGAAGCTACCAACTCTTCCTCTTCCTCTTTCTCTTCCCCG 18( 
Gly Gin Asp Met Val Ser Pro Glu Ala Thr Asn Ser Ser Ser Ser Ser Phe Ser Ser Pro 
d '"" ' ' 1 ' ■ - - ■ • 

JJjACTTCCGCTGGTCGTCACGTTCGTTCTTACAACCACCTGCAGGGTGACGTTCGTTGGCGT 24( 
4 ;Thr Ser Ala Gl y Arg His Val Arg Ser Tyr Asn His Leu Gin Gly Asp Veil Arg Trp Ara 

ti t ' ' ' ' 1 ' ' ■ I ■ ■ ■ . r | | 

jlftAACTGTTCTCTTTCACCAAATACTTCCTGAAAATCGAAAAAAACGGTAAAGTTTCTGGG 30( 
t lLys Leu Phe Ser Phe Thr Lys Ty r Phe Leu Lys He Glu Lys Asn Gly Lys Vol Ser Gly 

rACCAAGAAGGAGAACTGCCCGTACAGCATCCTGGAGATAACATCAGTAGAAATCGGAGTT 36( 
t pv Lys Lys G lu Asn Cys Pro Tyr Ser He Leu Glu He Thr Ser Vol Glu lie Gly Vol 

■ ■■ti ll... I.. | , . , , . . . . t . . ' 



;|6ttgccGTCAAAGCCATTAACAGCAACTATTACTTAGCCATGAACAAGAAGGGGAAACTC 121 
Val Ala Val Lys Ala He Asn Ser Asn Tyr. Tyr Leu Ala Met Asn Lys Lys Gly Lys Leu 

TATGGCTCAAAAGAATTTAACAATGACTGTAAGCTGAAGGAGAGGATAGAGGAAAATGGA 48C 
Tyr Gly Ser Lys Glu Phe Asn Asn Asp Cys Lys Leu Lys Gl u Arg He Glu Glu Asn Gly 

TACAATACCTATGCATCATTTAACTGGCAGCATAATGGGAGGCAAATGTATGTGGCATTG 5UI 
Tyr Asn Thr Tyr Ala Ser Phe Asn T rp Gin His Asn Gly Arg Gin Met Tyr Val Ala Leu 

AATGGAAAAGGAGCTCCAAGGAGAGGACAGAAAACACGAAGGAAAAACACCTCTGCTCAC 60( 
Asn Gly Lys Gly Ala Pro Arg Arg Gly Gin Lys Thr Arg Arg Lys Asn Thr Ser Ala His 

''''''''' ' ' ' ' I .... . t . | , 

TTTCTTCCAATGGTGGTACACTCATAG 627 
Phe Leu Pro Met Val Val His Ser * 



Figure 24A 



ATGACCTGCCAG6CTCTGGGTCAGGACATGGTTTCTCCGGAA6CTACCAACTCTTCCTCT 60 
Met Thr Cys Gin Ala Leu Gly Gin Asp Met Val Ser Pro Gtu Ala Thr Asn Ser Ser Ser 

TCCTCTTTCTCTTCCCCGTCTTCCGCTGGTCGTCACGTTCGTTCTTACAACCACCTGCAG 12< 
Ser Ser Phe Ser Ser Pro Ser Ser Ala Gly Arg His Val Arg Ser Tyr Asn His Leu Gin 

GGTGACGTTCGTTGGCGTAAACTGTTCTCTTTCACCAAATACTTCCTGAAAATCGAAAAA 18( 
::i Gly Asp Val Arg Trp Arg Lys Leu Phe Ser Phe Thr Lys Tyr Phe Leu Lys He Glu Lys 

ijAACGGTAAAGTTTCTG&GACCAAGAAGGAGAACTGCCCGTACAGCATCCTGGAGATAACA 24( 
[;= Asn Gly Lys Val Ser Gly Thr Lys Lys Glu Asn Cys Pro Tyr Ser He Leu Glu He Thr 

JTCAGTAGAAATCGGAGTTGTTGCCGTCAAAGCCATTAACAGCAACTATTACTTAGCCATG 30( 
{Ser Val Glu He Gly Vdl Val Ala Val Lys Ala He Asn Ser Asn Tyr Tyr Leu Ala Met 

AACAAGAAGGGGAAACTCTATGGCTCAAAAGAATTTAACAATGACTGTA^GCTGAAGGAG 36( 
{Asn Lys Lys Gly Lys Leu Tyr Gly Ser Lys Glu Phe Asn Asn Asp Cys Lys Leu Lys Glu 

:)AGGATAGAGGAAAATGGATACAATACCTATGCATCATTTAACTGGCAGCATAATGGGAGG 42( 
: : Arg lie Glu Glu Asn Gly Tyr Asn Thr Tyr Ala Ser Phe Asn Trp Gin His Asn Gly Arg 

^CAAATGTATGTGGCATTGAATGGAAAAGGAGCTCCAAGGAGAGGACAGAAAACACGAAGG 48( 
Gin Met Tyr Val Ala Leu Asn Gly Lys Gly Ala Pro Arg Arg Gly Gin Lys Thr Arg Arg 



AAAAACACCTCTGCTCACTTTCTTCCAATGGTGGTACACTCATAG 525 
Lys Asn Thr Ser Ala His Phe Leu Pro Met Val Val His Ser • 



Figure 24B 



ATGACTTGCCAGGCACTGGGTCAAGACATGGTTTCCCCGGAAGCTACCAACAGCTCCAGCTCTAGCT TCA 

tactgaacggtccgtgacccagttctgtaccaaagg'ggccttcgatggttgtcgaggtcgagatcgaagt 70 

M T C 0 A L G Q 0 H V s P E A T N S S S S S F 

GCAGCCCATCTAGCGCAGGTCGTCACGTTCGCTCTTACAACCACTTACAGGGTGATGTTCGTTGGCG CAA 
CGTCGGGTAGATCGCGTCCAdCAGTGCMGCGAGAATGTTGGTGAATGfCCCACTACAAGCAACCGCGTT '* 

S S P S S A G R H V R S Y W H L 0 G D V R W R K 

ACTGTTCAGCfTTACCAAGTACTTCCTGAAAATCGAAAAAAACGGTAAAGTTTCTGGGACCMGAAGGAG 
TGACAAGTCGAAATGGTTCATGAAGGACTTTTAGCf TTTTTTGCCATTTCAAAGACCCTGGTTCTTCCTC 2 " 

L F S F T >K Y F L K I E K N G K V S G T K K E 

AACTGCCCGTACAGCATCCTGGAGATAACATCAGTAGAAATCGGAGTTGTTGCCGTCAAA GCCATTAACA 
TTGACGGGCATGTCGTAGGACCTCTATTGTAGTCATCTTTAGCCTCAACAACGGCAGTTTCGGTAATTGT 

NCP . YS| LE .'T SVE IGVVAVK A1N 
GCAACTATTACT TAGCCATGAACAAGAAGGGGAAACTCTATGGCTCAAAAGAATTTAACAATGACTGTAA 

cgttgataatgaatcggtacttgttcttcccctttgagataccgagttttcttaaattgttactgacatI 35( 

S N Y Y L A H NKKGKLYGSKEFNNDCK 

11 ' ' ■« » ■ I ,.t. r - ■ - « - . . ... r .t -- .-...i . , . ■ 

GCTGAAGGAGAGGATAGAQGAAAATGGATACAATACCTATGCATCATTTAACTGGCAG 

cgacttcctctcctatctccttttAcctat^ « 2t 



L K E R I. E E N G Y N T Y A S F N W Q H .N G R 

CAAATGTATGT GGCATTGAATGGAAAAGGAGCTCCAAGGAGAGGACAGAAAACACGAAGGAAAAACACCT 
GTTTACATACACCGTAACTTACCTTTTCCTCGAGGTTCCTCTCCTGTCTTTTGTGCTTCCTTTTTGTGGA 

Q M Y V A L N G K GAP R R G Q K T R R K N T 
CTGgTCACTTTCTTCCAATGGTGGTACACTCATAG ' " ' ' ^ 

GACGAGTGAAAGAAGGTTACCACCATGTGAGTATC 

SAHFLPMVVHS. 



Figure 25 



ATGACCTGCC^GGCTClXra 

TCTTCCTCTTTCriX^^ 

GCAGGGTGACGTTCmTGGCGTAAAC^ 

CGAAAAAAACGGTAAAGTTTCTIG^ 

TGGAGATAACATCAGTAGAAATCGGAGTTGriX3CC^ 

TATTACTTAGCCATGAAC5AAGAAGGGGAAACTCTATGGCTC 

TGACTGTAAGC1GAAGGAGAGGATAGAGGAAAATGGATACAATACCTATGCATCAT 

TTAACTGGCAGCATAATGGGAGGCAAATGTATGTGGCATTGAATGGAAAAGGAGCT 

CGCAAGGAGAGGACAGAAAACACGAAGGAAAAA.CACCTCTGCTCACTTTCTTCCAAT 
^GTGGTACACTCATAG 

^CQALGQDMVSPEATNSSSSSFSSPSSAGRHV^ 
KNGKVSGTKKENCPYSILEITSVEIGV^ 

fpRIEENGYNTYASFhWQHNGRQMYVALNGKGAPRRGQKTR^ 



Figure 26 



AT 



Figure 27 



AGCCATOAACAAGAAOKMAAA^ 



1 



Figure 28 



ATCKxAAAAAAACXKJTAAAGTTTCTrcG etc at 

CCTGGAGATAACVLTCAGTAGAAATCGGAGTTOri^^ 

ACTATTAOTAGCCATGAACAAGAAGGGGAAACI^^ 

AATOACTGTAAGCTOAAGaAGAGGATAGAGGAAAATGGATACAATACCrATGC^ 
ATpAACTGGCAGCATAATGGGAGGCAAATCTATGTGGCATTOAATXKJAAAAG^ 
CTCCAAGGAGAGGAGAGAAAACACGAAGGAAAAACACXnXTIXKJrc^ 
ATGGTGGTACACTCATAG "«~h«^a 

^P^CHCVSGTKK^CPYSIIJBriSVEIGWA 
KI^Rffil^GYKIYASF^QHNGRQ^ 

S. LjJ 



Figure 29 



ATGGAGAACTGCCOGTACAGGATcxnKKJAG 

TOC^TCAAAGC^TTAACAGCAACTATTACTTAGa^ 

TCTATGGCTCAAAAGAATlTAACAATGACriXJ 

AATGGATACAATACCTATGCATC ATTTAAC1XKJCAGCATAATGGGAGGCAAATGTA 

TCTGKKIATTCAATGGAAAAGGAGCrcCAAGGAGAGGACAGAAA^ 

AACAOCTXnXK^CACITTCTTXXAATXKJ 



Figure 30 



ATGGTGAAAGCCATTAACAGCAACT^ 

CTATGGCTCAAAAGAATTTAACAATGACnXJTAAGCTGA 

ATGGATAGAATACCTATGCATCATITAACTCKSCAGC^^ 

TGGCATTGAATOGAAAAGGAGCIXXJAAGGAOAGGACAGAAAACACGAAGGAAAAA 
CACCrCTGCTC^CllltJllXX^TGGTXKiTAC^CTXIATAG 

MVKAINSNYYLAMNKKGKLYGSKEFNbTOCKLKE^ 
VAENGKGAPRRGQKTRSKNTSAHFLPMVVHS. 



Figure 31 



ATCKKKSAAACTXTTATXKKZrcAA^ 
GATAGAGGAAAATGGATACAATACCTAT^ 

GGCAAATGTATGTGGCATTGAATGGAAAAGGAGCTCX^GGAGAGGACAGA^An 
ACGAAGGAAAAACAOCTCTXKJTCA^ClTr^^ 



Figure 32 



^DGACCrOCGAGGCTCTGGGTCAG^ 
2£nXX3TCITTCTC^^ 

Gj^GGGTOACGTlXXnTGGCGTAAACTGT^^ 
CGAAAAAAACGGTAAAGTTTCTC^ 

TCGAGATAACATCAGTAGAAATC^GAGTTGTTGCCGTCAAAGCCATTAACA^AAr 

*^QALGQDMVSPEA1NSSSSSFSSPSSAGRHVRSYNHIX5GDVRWRKI,FS 

KN^KVSGTKKENCPYSILEITSVEIGVVAVKAINSNYYLAMNKKGKLYGSKEFh^ 

K. iij 



Figure 33 



ATGGCTGGTCGTX^CGTTCGTTXJ^^ 
AAACTGTTCTGTTTGA-CXZ^W^TACTIXXrro 

GGGACCAAGAAGGAGAACTGCCCGTACAG^TXXTTGGAGATAACATCACT^ - 
CGGAGTTGrTGCCGTCAAAGCCATTAACAG 

G9pGAAACTCTATCK3CTC^AAAGAATTTAAC^ 
^^^RHVI^YhraLQGDVRWRKLFSFra 

V^yKAINSNYYLAMN^GBCLYGSKEFNNDCkLK ^ 



Figure 34 



•. C-37 To Ser 



ATj^CTCTCA^GCrcTGGGTCACKJACAT^ 
TCrTCCTCTTTCIXriTCC^ 
GCA<^TGACGTTCGTT^^ 
OQAAAAAAACGGTAAAOTTIXn^ 

™^? A ^ ACATCAGTAGA ^^ 
™ A ^ G I AAGCTCAAGGAGAGG ^^ 



Figure 35 



:C-106ToSer 



GCAGGGTOACGrKXJTKKKXJTAAACTOT^^ 




(mm -bs) eejv punoyw 



Figure 37 



Effect of KGF-2 A33 on Normal Wound Healing Rat Model 

Treatment Wound Size %Wound Histological Re-epith. BrdU 

Groups (mm) Closure Score (urn) Score 

25.9 ± 2.5 58.8 ± 3.7 6.8 ±0.2 1 142 ± 141 3.8 * 0.4 



No 
Treatment 

Buffer 



25.1 ± 1 .7 60.2 ± 2.6 6.4 * 0.2 



923 ± 61 



5.0 ± 0.4 



i> § 



KGF-2/A33 
(0-1|xg) 

KGF-2/A33 
(0.4 ^g) 

KGF-2/A33 
(LOtxg) 

KGF-2/A33 
(4.0tig) 



22.0± 0.9 65 ±1.4 6.8 ±0.2 1275 ±148 4.6 ±0.7 



21.1 ±1.4 68.4 ±2.4 



19.9 ±1.5 66.2 ±2.1 



18.1 ±1.6 71.2 ±2.6 
p=0.0398" p=0.0367* 
p=0.0200t p=0.0217t 



8.0 ±0.5 
p=0.0445* 

8.4 ± 0.4 
p=0.0159* 
p=0.0053f 

8.5 ±0.3 
p=0.0047* 
p=0.0445t 



1310 ±182 4.2 ±0.7 



1389 ±115 
p=0.0074t 



1220 ±89 
p=0.0254t 



3.3 ± 0.25 
p=O.0217f 

5.3 ±0.9 



Figure 38 




Figure 39 




Figure 40 




Hours Post Injection 
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Figure 42 
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0 mln. 30 mm. 90 min. 



Minutes post injection 



Effect of KGF-2 A33 on PAF-induced paw edema in Lewis nits 




Figure 43 



Effect of KGF-2 A33 on Survival of 
Whole Body Irradiated Balb/c Mice 




Figure 44 



Effect of KGF-2 A33 on Body Weight of 

Irradiated Mice 
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Figure 45 
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Figure 47 



Figure 48 
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FIGURE 50 




KGF-2; sc 
Buffer; sc 
KGF-2; ip 
Buffer; ip 



Time (days) 



FIGURE 52 
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FIGURE 53 
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FIGURE 55 



Daily injections 



Treatment-free 



KGF-2 (5 mg/kg) 
or buffer 
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FIGURE 56 



Proliferation of hepatocytes following systemic administration of KGF-2 




Proliferation of pancreatic cells following systemic administration of KGF-2 
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FIGURE 58 



Proliferation of renal epithelia after systemic administration of KGF-2 
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FIGURE 59 
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FIGURE 60 



